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3 


<110> 


APPLICANT 


: PEP I CELL! , 


CARMEN 


V. 














4 






LEWIS 


, PAULA i 


M. 






















5 






MCMAHON , 


ANDREW P 






















7 


<120> 


TITLE 


OF 


INVENTION : REGULATION OF 


LUNG TISSUE 


BY 


HEDGEHOG 


8 






AND FORMULATIONS 


AND 


USES 


RELATED 


THERETO 










.1 0 


<130> 


FILE 


REFERENCE: HUV-0 


3 2 .01 
















12 


<14<)> 


CURRENT APPLICATION NUMBER: 09/394,0203 










13 


<141> 


CURRENT FILING DATE: 


1999 


-09- 


10 














15 


<150> 


PRIOR 


APPLICATION 


NUMBER: 


GO/099,952 












16 


<151> 


PRIOR 


FILING i 


DATE 


: .1998-09-11 
















18 


<160> 


NUMBER OF 


SEQ 


ID 


NOS : 


30 


















20 


<170> 


SOFTWARE : 


Patentln Ver. 2 


. 1 
















22 


<210> 


SEQ ID NO 


: 1 
























23 


<211> 


LENGTH: 127 7 
























2 4 


<212> 


TYPE : 


DNA 


























25 


<213> 


ORGANISM: 


Callus 


sp. 




















27 


<220> 


FEATURE: 


























2 8 


<221> 


NAME/KEY : 


CDS 
























29 


<22: 


2> 


LOCATION: 


(1} 


. . (1275) 




















31 


<400> 


SEQUENCE: 


1 
























3 2 


atg 


gtc 


gaa 


a tg 


ctg 


ctg 


ttg 


aca 


aga 


att 


etc 


ttg 


gtg 


ggc 


ttc 


a tc 


33 


Met 


Val 


Glu 


Met 


Leu 


Leu 


Leu 


Thr 


Arg 


lie 


Leu 


Leu 


Val 


Gly 


Phe 


lie 


3 4 


1 










5 










10 










15 




36 


tgc 


get: 


ctt 


tta 


gtc 


tec 


tct 


ggg 


ctg 


act 


tgt 


gga 


cca 


ggc 


agg 


ggc 


37 


Cys 


Ala 


Leu 


Leu 


va 1 


Ser 


Ser 


Gly 


Leu 


Thr 


Cys 


Gly 


Pro 


G 1 y 


Arg 


Gly 


38 










2 0 










25 










30 






40 


att 


gga 


aaa 


agy 


agg 


cac 


ccc 


aaa 


aag 


ctg 


acc 


cog 


tta 


gec 


tat 


aag 


4 1 


Tie 


Gly 


Lys 


Arg 


Arg 


His 


Pro 


Lys 


Lys 


Leu 


Thr 


Pro 


Leu 


Ala 


Tyr 


Lys 


4 2 








3 5 










40 










15 








44 


cag 


ttt 


att 


ccc 


aa t 


c Jtg 


gca 


gag 


aag 


acc 


eta 


ggg 


gec 


agt 


gga 


a g a 


4 5 


Glu 


Phe 


lie 


Pro 


Asn 


val 


Ala 


Glu 


Lys 


Thr 


Leu 


Gly 


Ala 


Ser 


Gly 


Arg 


46 




50 










55 










60 










A 8 


tat 


gaa 




aag 


ate 


aca 


aga 


aac 


tec 


gag 


aga 


ttt 


aaa 


gaa 


eta 


acc 


49 


Tyr 


Glu 


Gly 


Lys 


lie 


Thr 


Arg 


Asn 


Ser 


Glu 


Arg 


Phe 


Lys 


Glu 


Leu 


Thr 


50 


65 












7 0 










75 










80 


52 


cca 


aat 


tac 


aac 


cct 


gac 


att 


att 


ttt 


a a g 


gat 


gaa 


gag 


aac 


acg 


gga 


5 3 


Pro 


Asn 


Tyr 


Asn 


Pro 


Asp 


lie 


11 e 


Phe 


Lys 


Asp 


Glu 


Glu 


Asn 


Thr 


Gly 


54 












85 










90 










95 




56 


qct 


gac 


aga 


ctg 


atg 


act 


cag 


cgc 


tgc 


aag 


gac 


aag 


ctg 


aat 


gec 


ctg 


57 


Ala 


Asp 


Arg 


Leu 


Met 


Thr 


Gin 


Arg 


Cys 


Lys 


Asp 


Lys 


Leu 


Asn 


Ala 


Leu 


58 










100 










1 05 










1 10 






60 


gcg 


a to 


toy 


ytg 


atg 


aac 


cag 


tgy 


ccc 


ggg 


g tg 


aag 


ctg 


egg 


gtg 


acc 


6 1 


Ala 


Tie 


Ser 


Val 


Met 


Asn 


Gin 


Trp 


Pro 


Gly 


Val 


Lys 


Leu 


A r:g 


Val. 


Thr 


62 








1 15 










120 










125 








64 


gag 


ggc 


tgg 


gac 


gag 


ga t 


ggc 


ca t 


cac 


tec 


gag 


gaa 


teg 


ctg 


cac 


tac 


65 


Glu 


Gl 




Trp 


Asp 


Glu 


Asp 


Gly 


His 


His 


Ser 


Glu 


Glu 


Ser 


Leu 


His 


Tyr 


6G 




13 0 










13 5 










140 
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68 gag 


gyt 


eye 


gec 


gtg 


gac 


ate 


acc 


acg 


teg 


gat 


egg 


gac 


cgc 


age 


aag 


4 80 


69 G 1 u 


Gly 


Arg 


Ala 


Va 1 


Asp 


Tie 


T h r 


Thr 


Ser 


Asp 


Arg 


Asp 


Arg 


Ser 


Lys 




7 0 1 4 5 










1 50 










1 55 










LoU 




7 2 tac 


gga 


a tg 


ctg 


gee 


cgc 


etc 


gec 


gtc 


gag 


gec 


ggc 


ttc 


gac 


tgg 


g tc 


5 28 


7 3 Tyr 


Gly 


Met 


Leu 


Ala 


Arg 


Leu 


Ala 


Val 


Glu 


Ala 


Gly 


Phe 


Asp 


Trp 


Val 




74 








165 










1 *7 A 

I f u 










175 






7 6 tac 


tac 


gag 


tec 


aag 


gcg 


cac 


a tc 


cac 


tgc 


tee 


gtc 


aaa 


gca 


gaa 


aac 


576 


7 7 L'y r 
7 8 


T yr 


G.l u 


Ser 
18 0 


Lys 


Ala 


His 


V 1 e 


His 

IOC 

J.OJ 


Cys 


Ser 


Va 1 


Lys 


Al a 

J- y u 


G lu 


Asn 




80 tea 


gtg 


gca 


gcg 


aaa 


tea 




ggc 


tgc 


ttc 


cct 


ggc 


tea 


gec 


aca 


gtg 


624 


81 Ser 


Val 


Ala 


Ala 


Lys 


Ser 


Gly 


Gly 


Cys 


Phe 


Pro 


Gly 


Ser 


Ala 


Thr 


va 1 




82 




195 










200 










2 05 










84 cac 


ctg 


gag 


cat 


gga 


ggc 


acc 


aag 


ctg 


gtg 


aag 


gac 


ctg 


age 


cct 


ggg 


672 


8 5 His 


Leu 


Glu 


His 


Gly 


Gly 


Thr 


Lys 


Leu 


Val 


Lys 


Asp 


Leu 


Ser 


Pro 


G 1. y 




8 6 


210 










215 










220 












8 8 gac 


cgc 


gtg 


ctg 


get 


get 


gae 


gcg 


gac 


ggc 


egg 


ctg 


etc 


tac 


agt 


gac 


720 


8 9 Asp 


Arg 


Val 


Leu 


Ala 


Ala 


Asp 


Ala 


Asp 


Gly 


Arg 


Leu 


Leu 


Tyr 


Ser 


Asp 




90 '22 5 










230 










2 35 










24 0 




9 2 ttc 


etc 


acc 


ttc 


etc 


gae 


egg 


atg 


gac 


age 


tee 


cga 


aag 


etc 


ttc 


tac 


76 8 


9 3 Phe 


Leu 


Thr 


Phe 


Leu 


Asp 


Arg 


Met 


Asp 


Ser 


Ser 


Arg 


Lys 


Leu 


Phe 


Tyr 




94 








245 










2 50 










2 55 






96 gtc 


ate 


gag 


acg 


egg 


cag 


cec 


egg 


gec 


egg 


ctg 


eta 


ctg 


acg 


gcg 


gec 


816 


97 Val 


lie 


Glu 


Thr 


Arg 


Gin 


Pro 


Arg 


Ala 


Arg 


Leu 


Leu 


Leu 


Thr 


Ala 


Ala 




98 






26 0 










265 










27 0 








10 0 cac 


ctg 


etc 


ttt 


gtg 


gec 


ecc 


cag 


cac 


aac 


cag 


teg 


gag 


gec 


aca 


ggg 


8 64 


101 His 


Leu 


Leu 


Phe 


Val 


Ala 


Pro 


Gl n 


His 


Asn 


Gin 


Ser 


Glu 


Z\la 


Thr 


G 1 y 




.10 2 




27 5 










28 0 










2 8 5 










10 4 tec 


ace 


agt 


ggc 


cag 


gcg 


etc 


ttc 


gee 


age 


aac 


gtg 


aag 


cct 


ggc 


caa 


912 


10 5 Ser 


Thr 


Ser 


Gly 


Gin 


Ala 


Leu 


Phe 


Ala 


s e r 


A.sn 


Va 1 


Lys 


Pro 


Gly 


G 1 n 




106 


290 










295 










3 00 












10 8 cgt 


gtc 


ta t 


gtg 


ctg 


ggc 


gag 


ggc 


ggg 


cag 


cag 


ctg 


ctg 


cog 


gcg 


tc t 


960 


109 Arg 


Val 


Tyr 


Val 


Leu 


G.ly 


Glu 


Gly 


Gly 


Gin 


Gin 


Leu 


Leu 


Pro 


Ala 


Ser 




110 3 05 










310 










315 










32 0 




112 gtc 


cac 


age 


gtc 


tea 


ttg 


egg 


gag 


gag 


gcg 


tec 


gga 


gee 


tac 


gee 


cca 


1008 


113 Val 


His 


Ser 


Val 


Ser 


Leu 


Arg 


Glu 


Glu 


Ala 


Ser 


Gly 


Ala 


Tyr 


Ala 


Pro 




1 1 4 








3 2 5 










3 3 0 










J J j 






116 etc 


acc 


gee 


cag 


ggc 


acc 


ate 


etc 


ate 


aac 


egg 


gtg 


ttg 


gee 


tec 


tgc 


1056 


117 Leu 


Thr 


Ala 


Gin 


Gly 


Thr 


lie 


Leu 


lie 


Asn 


Arg 


val 


Leu 


Ala 


Ser 


Cys 




118 






340 










345 










350 








120 tac 


gec 


gtc 


ate 


gag 


gag 


cac 


agt 


tgg 


gec 


eat 


tgg 


gee 


ttc 


gca 


cca 


1104 


121 Tyr 


Ala 


val 


He 


Glu 


Glu 


Hi s 


Ser 


Trp 


Ala 


His 


Trp 


Ala 


Phe 


Ala 


Pro 




12 2 




355 










360 










365 










124 ttc 


cgc 


ttg 


get 


cag 


ggg 


ctg 


ctg 


gec 


gee 


etc 


tgc 


cca 


gat 


ggg 


gee 


1152 


.12 5 Phe 


Arg 


Leu 


Ala 


Gin 


Gly 


Leu 


Leu 


Ala 


Ala 


Leu 


Cys 


Pro 


Asp 


Gly 


Ala 




126 


370 










375 










380 












128 ate 


cct 


act 


gec 


gee 


acc 


acc 


acc 


act 


ggc 


ate 


cat 


tgg 


tac 


tea 


egg 


12 00 


129 lie: 


Pro 


Thr 


Ala 


Ala 


Thr 


Thr 


Thr 


Thr 


Gly 


He 


His 


Trp 


Tyr 


Ser 


Arg 




130 3 85 










390 










39 5 










400 




132 etc 


etc 


tac 


cgc 


ate 


ggc 


age 


tyg 


gtg 


ctg 


gat 


ggt 


gac 


gcg 


ctg 


cat 


1248 
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l "i 1 


Leu 


Leu 


Tyr 


Arxj 


He Gly 


Ser 


Lj -P 


val 




Asp 


Gl v 


Asp 


Ala 


Leu 


His 




13 4 










405 










4 10 










/IIS 






136 




Ctg 


ggc 


atg 


gtg 


gca 


ccg 


gec 


age 


tg 














"1 '>>*7 7 


X J / 


Pro 


Leu 


Gly 


Met 


Val 


Ala 


Pro 


Aid 




















1 -jo 








4 20 




























14 0 


<210> SEO ID NO 


2 


























1/11 
1 £ 1 J. 


<211> LENGTH: 119 0 




























<212> r r 


l'PE: 


DNA 




























X'i J 


<213> ORGANISM: 


Murine 
























14 5 


<220> FEATURE: 




























14 6 


<221> NAME/KEY : 


CDS 


























147 


<222> LOCATION: 


( 1) 


. (.1188) 






















14 9 


<4 00> SEQUENCE: 




























150 


a tg 


gct 


ctg 


cog 


gec 


agt 


ctg 


ttg 


cec 


ctg 


tgc 


tg c 


ttg 


gca 


etc 


ttg 


4 8 


151 


Met 


Ala 


Leu 


Px'o 


Ala 


Ser 


Leu 


Leu 


Pro 


Leu 


Cys 


Cys 


Leu 


"A 1 -) 


Leu 


Leu 




152 


1 


















J. u 










1 5 






154 


gca 


eta 


tct 


gec 


ca g 


age 


tgc 


ygg 


ccg 


yyc 


eg a 


gga 


ecg 


gt t 


gge 


egg 


Q & 


155 


Ala 


Leu 


Ser 


Ala 


Gin 


Ser 


Cys 


Gly 


Pro 


Gly 


Arg 


Gly 


Pro 


Val 


Gly 


Arg 




156 








20 










z J 










3 0 








158 


eg 9 


eg t 


tat 


gtg 


cgc 


aag 


caa 


ct t 


gtg 


cc t 


ctg 


eta 


tae 


aag 


cag 


tt t 


14 4 


1 5 9 


Arg 


Arg 


Tyr 


Va 1. 


Arg 


Lys 


Gin 


Leu 


Vc3 ]. 


P ro 


Le u 


Leu 


Tyr 


Lys 




P h e 




1 6 0 






35 










4 0 










4 5 










1C2 


gtg 


ccc 


agt 


atg 


ccc 


gag 


egg 


acc 


ctg 


ggc 


gcg 


agt 


ggg 


cca 


gcg 


g a g 


19 2 


163 


Val 


Pro 


Ser 


Me t 


Pro 


Glu 


Arg 


Thr 


Leu 


Gly 


Ala 


Ser 


Vjl V 


Pro 


Aid 


Glu 








50 










55 










& a 












166 


ggg 


agg 


gta 


aca 


agg 


ggg 


t.cg 


gag 


cgc 


t:te 


egg 


gac 


e tc 


gta 


ccc 


aac 


"> A A 
Z H U 


167 


Gly 


Arg 


va I. 


Thr 


Arg 


Gly 


Ser 


Glu 


Arg 


Phe 


Arg 


Asp 


Leu 


va .1 


Pro 


Asn 




J. o o 


65 










70 




















fi n 

o U 




1 7 0 


tac 


aac 


ccc 


gac 


ata 


ate 


tte 


aag 


gat 


gag 


gag 


aac 


age 


ggc 


gca 


g a e 


TOO 

ZOO 


171 


Tyr 


As n 


Pro 


Asp 


He 


He 


Phe 


Lys 


Asp 


Gl u 


Glu 


Asn 


Ser 


Gly 


Ala 


Asp 




.1 7 2 










8 5 










o n 
J u 










j j 






174 


cqc 


Ctq 


atg 


aca 


gag 


cgt 


tgc 


aaa 


gag 


egg 


gtg 


aac 


get 


eta 


gec 


ate 


3 3 6 


175 


Arg 


Leu 


Met 


Thr 


Glu 


Arg 


Cys 


Lys 


Glu 


Arg 


Val 


Asn 


A. La 


Leu 


Ala 


He 




17 6 








100 










10 5 










i i A 








178 


gcg 


9 tg 


atg 


aac 


atg 


tgg 


ccc 


gga 


g La 


cgc 


ct:a 


eg t 


gtg 


act 


gaa 


ggc 


3 8 4 


179 


Ala 


val 


Met: 


Asn 


Met 


Trp 


Pro Gly 


Val 


Arg 


Leu 


Arg 


Va I 


Thr 


Glu 


Gly 




180 






115 










120 










125 










10 2 


tgy 


gac 


gag 


gac 


ggc 


cac 


cac 


gea 


cag 


gat 


tea 


etc 


cac 


tac 


gaa 


ggc 


4 32 


1 83 


Trp 


Asp 


Glu 


Asp 


Gly 


His 


His 


Ala 


Gin 


Asp 


Ser 


Leu 


His 


Tyr 


Glu 


Gly 




18 4 




130 










.1.3 5 










14 0 












186 


cgL 


gec 


ttg 


gac 


ate 


ace 


acg 


tct 


gac 


cgt 


gac 


cgt 


aa t 


aag 


tat 


ggt 


480 


187 


Arg 


A J. a 


Leu 


Asp 


He 


Thr 


Thr 


Ser 


Asp 


Arg 


Asp 


Arg 


Asn 


Lys 


Tyr 


Gly 




1 8 8 


14 5 










150 










155 










16 0 




190 


ttg 


ti:g 


gcg 


cgc 


eta 


get 


gtg 


gaa 


gee 


gga 


tt:e 


gac 


tgg 


gtc 


tae 


tac 


528 


191 


LRU 


Leu 


Ala 


Arg 


Leu 


Ala 


Val 


Glu 


Ala 


Gly 


Phe 


Asp 


Trp 


Val 


Tyr 


Tyr 




192 










16 5 










170 










175 






194 


gag 


tec 


cgc 


aac 


cac 


ate 


cac 


gta 


teg 


gtc 


aaa 


get 


ga t 


aac 


tea 


ctg 


57G 


-] 9 5 


Glu 


Ser 


Arg 


Asn 


H 1 s 


He 


His 


Val 


Ser 


Val 


Lys 


Ala 


Asp 


Asn 


Ser 


Leu 




196 








18 0 










185 










190 
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198 


gcg 


qtc 


cqa 


qCC 


99a 


gge 


tqe 


ttt 


CCq 


gga 


a a t 


gec 


a eg 


gtg 


cqc 


ttg 


624 


19 9 


Ala 


Va 1 


Arrg 


Ala 


Gly 


Gly 


Cys 


Phe 


Pro 


Gly 


Asn 


Ala 


Thr 


Val 


Arg 


Leu 




20 0 






X 9 5 










200 










205 










202 


egg 


aqc 


qgc 


gaa 


egg 


aag 


ggg 


ctg 


agg 


gaa 


eta 


cat 


eg t 


qqt 


qac 


tqg 


67 2 


20 3 


Arg 


Ser 


Gly 


Glu 


Arq 


Lys 


Gly 


Leu 


Arg 


Glu 


Leu 


His 


Arg 


Gly 


Asp 


Trp 




204 




2.1 0 










2 .1 5 










220 












206 


g ta 


Ctq 


qCC 


qct 


qa t 


gca 


9 eg 


qgc 


eg a 


g tg 


gta 


ccc 


acq 


cca 


qtq 


ctg 


7 20 


207 


Val 


Leu 


Ala 


Ala 


Asp 


Ala 


Ala 


Gly 


Arg 


Val 


Va 1 


Pro 




Pro 


Va .1 


Leu 




208 


225 










2 3 0 










2 3 5 










/'I u 




210 


etc 


ttc 


Ctq 


qac 


egg 


gat 


Ctq 


cag 


cgc 


CqC 


qcc 


teg 


ttc 


gtq 


get 


gtg 


7 6 8 


211 


Leu 


Pile 


Leu 


Asp 


Arq 


Asp 


Leu 


Gin 


Arg 


Arg 


Ala 


Ser 


Phe 


va 1 


Ala 


Val 




212 










24 5 










250 










255 






2 1 4 


qaq 


acc 


qaq 


Cqq 


cct 


cog 


cgc 


aaa 


ctg 


ttg 


etc 


aca 


ccc 


tqq 


cat 


ctg 


816 


215 


Gill 


Tttr 


Gl tl 


Arq 


Pro 


Pro 


Arg 


Lys 


Leu 


Leu 


Leu 


Thr 


Pro 


Trp 


His 


Leu 




216 








260 










26 5 










270 








2iy 


qtq 


ttc 


qct 


get 


cqc 


ggg 


cca 


qcq 


cct 


qct 


cca 


qqt 


gac 


ttt 


gca 


ccg 


8 64 


219 


val 


Phe 


Ala 


Ala 


Arq 


Gly 


Pro 


Ala 


Pro 


Ala 


Pro 


Gly 


Asp 


Phe 


Ala 


Pro 




220 






275 










280 










28 5 










222 


qtq 


ttc 


gcg 


cqc 


cgc 


tta 


cqt 


get 


gge 


gac 


teg 


qtq 


ctg 


qct 


ccc 


gge 


9 12 


223 


Val 


Phe 


Ala 


Arq 


Arg 


Leu 


Arg 


Ala 


Gly 


Asp 


Ser 


Val 


Leu 


Ala 


Pro 


Gly 




224 




290 










295 










300 












226 


qgq 


qac 


gcg 


etc 


cag 


ccg 


gcg 


cqc 


q ta 


gec 


cgc 


gtg 


gcg 


cqc 


qag 


gaa 


96 0 


227 


Gly 


Asp 


Ala 


Leu 


Gin 


Pro 


Ala 


Arg 


Val 


Ala 


Arg 


Val 


Ala 


Arg 


G.l u 


Glu 




228 


30 5 










310 










315 










320 




230 


qCC 


qtq 


qgc 


qtq 


ttc 


gca 


ccg 


etc 


act 


gcg 


cac 


qgq 


acq 


ctg 


Ctq 


gtc 


1008 


2 31 


Ala 


Val 


Gly 


Val 


Phe 


Ala 


P ro 


Leu 


Thr 


Ala 


His 


Gly 


Thr 


Leu 


Leu 


Val 




23 2 










325 










3 30 










335 






234 


aac 


gac 


qtc 


etc 


qcc 


tec 


tqe 


tac 


qcq 


gtt 


eta 


gag 


aqt 


cac 


cag 


tgq 


1 0 56 


235 


Asn 


Asp 


Val 


Leu 


Ala 


Ser: 


Cys 


Tyr 


Ala 


Va 1 


Le 11 


Glu 


Ser 


His 


Gin 


Trp 




236 








34 0 










34 5 










350 








238 


gec 


cac 


cqc 


gec 


ttc 


qCC 


cct 


ttg 


egg 


ctg 


ctq 


cac 


geg 


etc 


999 


get 


1104 


239 


A.l a 


II Is 


Arq 


Al a 


Phe 


Ala 


P ro 


Leu 


Arq 


Leu 


Leu 


His 


Ala 


Le u 


G .1 y 


Ala 




24 0 






355 










360 










365 










24 2 


Ctq 


etc 


cct 


qqq 


qqt 


gca 


gtc 


cag 


ccg 


act 


qgc 


atg 


ca t 


tgg 


tac 


tct 


1152 


24 3 


Le u 


Leu 


Pro 


Gly 


Gly 


Ala 


val 


Gin 


Pro 


Thr 


Gly 


Me t 


H i.s 


Trp 


Tyr 


Ser 




2 44 




370 










375 










38 0 












24 6 


cgc 


etc 


ctt 


tac 


cqc 


ttq 


qCC 


qaq 


gag 


tta 


atg 


qgc 


tg 








1190 


24 7 


Arq 


Leu 


Leu 


Tyr 


Arg 


Leu 


Ala 


Glu 


Glu 


Leu 


Met 


Gly 












248 


38 5 










390 










395 














251 


<210> SEQ TD WO: 


; 3 


























252 


<21 1 


> LENGTH: '1281 


























2 53 


<212> TYPE: 


DMA 




























254 


<21j 


!> ORGANISM: 


Murine sp . 






















256 


<2 2 0> FEATURE: 




























257 


<2 2 1 


> NAME/KEY: 


CDS 


























2 58 


<22i 


!> LOCATION: 


(1) . 


. (1233) 






















260 


<4 00> SEQUENCE: 


3 


























261 


a tq 


tct 


ccc 


qCC 


tqq 


etc 


cqg 


ccc 


eg a 


ctg 


egg 


ttc 


tqt 


ctg 


ttc 


Ctq 


48 


2G2 


Met 


Se r 


Pro 


Ala 


Trp 


Leu 


Arg 


Pro 


Arg 


Leu 


Arg 


Phe 


Cys 


Leu 


Phe 


Leu 
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RAW SEQUENCE LISTING DAT 15 : 31/29/2000 

PATENT APPLICATION: US/09/394 , 02 OB TIME: 10:13:44 

Input Set : A:\Huv3 2 01.app 

Output Set: N:\CRF3\11292000\I394 020B.raw 



263 


1 








5 










10 










1 5 






265 


ctg 


ctg 


ctg 


ctt 


ctg 


gtg 


ccy 


gcg 


gcg 


egg 


ggc 


tge 


ggg 


ccg 


ggc 


egg 


96 


2 65 


Leu 


Leu 


Leu 


Leu 


Leu 


Val 


Pro 


Ala 


Al a 


Arg 


Gly 


Cys 


Gly 


Pro 


Gly 


Arg 




267 








20 










25 










3 0 








269 


9 tg 


gtg 


gqc 


age 


cgc 


egg 


agg 


ccy 


cc t 


cgc 


aag 


etc 


gtg 


cct 


ctt 


gec 


14 4 


270 


Val 


val 


Gly 


Scr 


Arg 


Arg 


Arg 


Pro 


Pro 


Arg 


Lys 


Leu 


Val 


Pro 


Leu 


Ala 




271 






35 










4 0 










45 










273 


tac 


aag 


cag 


ttc 


age 


eec 


aac 


gtg 


ccg 


gag 


aag 


acc 


ctg 


ggc 


gec 


age 


192 


274 


Tyr 


Lys 


Gin 


Plie 


Ser 


Pro 


Asn 


val 


Pro 


G lu 


Lys 


Thr 


Leu 


Gly 


Ala 


Ser 




275 




50 










55 










60 












277 


<J99 


ego 


tac 


gaa 


ggc 


aag 


a to 


gcg 


cgc 


age 


tct 


gag 


cgc 


ttc 


aaa 


gag 


24 0 


27 8 


Gly 


Arg 


Tyr 


Glu 


Gly 


Lys 


lie 


Ala 


Arg 


Ser 


Ser 


Glu 


Arg 


Phe 


Lys 


Glu 




279 


65 










7 0 










75 










8 0 




281 


etc 


acc 


ccc 


aac 


tac 


aat 


ece 


gac 


ate 


ate 


ttc 


aag 


yac 


gag 


gag 


aac 


288 


282 


LGU 


Thr 


Pro 


Asn 


Tyr 


Asn 


Pro 


Asp 


He 


He 


Phe 


Lys 


Asp 


Glu 


Glu 


Asn 




2 83 










8 5 










90 










9 5 






285 


a eg 


ggt 


gec 


gac 


cgc 


etc 


atg 


acc 


cag 


cgc 


tge 


aay 


gac 


cgt 


ctg 


aac 


336 


286 


Thr 


Gly 


Ala 


AS p 


Arg 


Leu 


Met 


Thr 


Gin 


Arg 


Cys 


Lys 


Asp 


Arg 


Leu 


Asn 




287 








1 00 










.10 5 










110 








289 


tea 


ctg 


gec 


ate 


tct 


gte 


atg 


aac 


cag 


tyg 


cct 


ggt 


gtg 


aaa 


ctg 


egg 


38 4 


290 


Ser 


Leu 


Ala 


Lie 


Ser 


Val 


Met 


Asn 


Gl n 


Trp 


Pro 


Gly 


Val 


Lys 


Leu 


Arg 




2 9.1 






115 










120 










125 










29 3 


gty 


acc 


gaa 


ggc 


egg 


gat 


gaa 


ga t 


ggc 


ea t 


cac 


tea 


gag 


gag 


tct 


tta 


4 32 


2 94 


Val 


Thr 


Glu 


Gly 


Arg 


ASp 


Glu 


Asp 


Gly 


His 


His 


Ser 


Glu 


Glu 


Ser 


Leu 




295 




13 0 










13 5 










14 0 












297 


cac 


tat 


gag 


ggc 


cgc 


gcg 


gtg 


ga t 


ate 


acc 


ace 


tea 


cjac 


cgt 


gac 


ega 


4 80 


298 


His 


Tyr 


G.lu 


Gly 


Arg 


Ala 


Val 


Asp 


lie 


Thr 


Thr 


Ser 


Asp 


Arg 


Asp 


Arg 




299 


145 










150 










.1 5 5 










16 0 




3 0.1 


a at 


aag 


tat 


gya 


ctg 


ctg 


gcg 


cge 


tta 


gca 


gtg 


gag 


gec 


ggc 


ttc 


yac 


528 


302 


Asn 


Lys 


Tyr 


Gly 


Leu 


Leu 


Ala 


Arg 


Leu 


Ala 


Val 


Glu 


Ala 


Gly 


Phe 


Asp 




3 03 










16 5 










17 0 










17 5 






305 


tgy 


gtg 


tat 


tac 


gag 


tec 


aag 


gec 


eae 


gtg 


cat 


tge 


tct 


gte 


aag 


tct 


576 


306 


Trp 


Val 


Tyr 


Tyr 


Glu 


Ser 


Lys 


Ala 


His 


Val 


H is 


Cys 


Ser 


val 


Lys 


Ser 




307 








180 










185 










1.90 








309 


gag 


cat 


teg 


gec 


gct 


gec 


aag 


aca 


ggt 


ggc 


tge 


ttt 


cct 


gee 


gga 


gec 


6" 2 4 


310 


G.l u 


Fl Is 


Ser 


Ala 


Ala 


Ala 


Lys 


Thr 


Gly 


Gly 


Cys 


Phe 


Pro 


Ala 


G .l y 


Ala 




311 






195 










20 0 










205 










313 


cay 


g tg 


cgc 


eta 


gag 


aac 


ggg 


gay 


cgt 


gtg 


gee 


ctg 


tea 


yet 


gta 


aag 


672 


314 


Gin 


val 


Arg 


Leu 


Glu 


Asn 


Gly 


Glu 


Arg 


Va 1. 


Ala 


Leu 


Ser 


Ala 


Val 


Lys 




3 15 




210 










215 










220 












3 1 7 


oca 


gga 


gac 


egg 


gty 


ctg 


gec 


atg 


ggg 


gag 


gat 


ggg 


acc 


ccc 


acc 


ttc 


720 


318 


Pro 


Gly 


Asp 


Arg 


Val 


Leu 


Ala 


Met 


Gly 


Glu 


Asp 


Gly 


Thr 


Pro 


Thr 


Phe 




319 


225 










230 










235 










240 




32.1 


ag t 


gat 


gtg 


ctt 


att 


ttc 


c tg 


gac 


cgc 


gag 


cca 


aac 


egg 


ctg 


aga 


get 


768 


3 22 


Ser 


Asp 


Val 


Leu 


He 


Phe 


Leu 


Asp 


Arg 


Glu 


Pro 


Asn 


Arg 


Leu 


Arg 


Ala 




323 










24 5 










2 50 










25 5 






325 


ttc 


cag 


gte 


ate 


gag 


act 


cag 


ga t 


cct 


ccg 


cgt 


egg 


ctg 


gcg 


etc 


a eg 


816 


326 


Phe 


Gin 


Val 


He 


Glu 


Thr 


Gin 


Asp 


Pro 


Pro 


Arg 


Arg 


Leu 


Ala 


Leu 


Thr 




327 








2G0 










265 










270 









1321m 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/394 , 0 20B 



DAT13: 1 1/29/2000 
TIME: 16:13:45 



L:734 
1:735 
L:I628 
L:1628 
L : 1 6 2 8 
2195 
22 58 
22G4 
2273 
2276 
2282 
2291 
2294 
L: 22 9 7 
L: 25 3 9 
L:254 2 
L: 254 5 
L: 2548 
L: 2551 
L: 2554 
L: 2557 
L: 2560 
L : 2 5 63 
L: 2566 
L: 2569 



M:341 W: 
M:341 W: 
M:258 W 
M:258 W 
M:340 W 
M:257 W 
M : 3 4 .1 W 
M:341 W 
M;341 W 
M : 3 4 .1 W 
M:341 W 
M : 341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 V7 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 



Input Set : A:\Huv3 2 01 . app 

Output Set: N:\CRF3\11292000\l394020B.raw 



(46) "n" or "Xaa" 
(46) "a" or "Xaa" 
Mandatory Feature 
Mandatory feature 
(46) "n" or "Xaa" 
Feature value mis 



used, for SEQ IDS: 6 
used, for SEQ IDS: 6 
missing, <221> not found for SEQ IDs : 15 
missiny, <222> not found for SEQ IDs : 15 
used: feature required, for SEQ IDs : 15 
■spelled or invalid, <221> Name/Key for SEQ i'DS:21 



(46) 


" n " 


or 


"Xaa " 


used, 


for* 


SEQ 


IDS 


21 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


21 


(46) 


" n " 


or 


" Xaa " 


used; 


for 


SEQ 


IDS 


21 


(46) 


" n " 


or 


" Xaa " 


used, 


for 


SEQ 


IDS 


21 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


21 


(46-) 


n n it 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


21 


(46) 


it n it 


or 


"Xaa" 


used, 


for 


SEQ 


IDS 


21 


(46) 


it n n 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


21 


(46) 


u n ti 


or 


"Xaa" 


used, 


Cor 


SEQ 


IDS' 


2 2 


(46) 


ii n >t 


or 


"Xaa" 


used, 


for 


SEQ 


IDs 


2 2 


(46) 


H n n 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


22 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


22 


(46) 


" n " 


or 


"xaa" 


used , 


for 


SEQ 


IDS 


22 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDs 


22 


(46) 


ii n ii 


or 


"Xaa " 


used , 


for 


SEQ 


IDS 


22 


(46) 


11 n M 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


2 2 


(46) 


ip n ii 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


2 2 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


22 


(46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


IDS 


22 
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